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 • Research Interests   

As an evolutionary biologist and a bioinformatician, I'm interested in using bioinformatics approaches to 
study the evolution of organisms, genes and genomes. Regarding genome structure and evolution (which 
forms a major part of our research), I'm particularly interested in the study of gene and genome duplications 
as well as in the evolution of novel gene functions after duplication. Gene duplication events have been 
considered important mechanisms that facilitated the increasing complexity of organisms and also 
speciation because they might have permitted functional diversification of genes, created complex gene 
families and generally increased genomic and phenotypic complexity. However, great controversy still exists 
about how and how fast duplicated genes evolve new functions. Another point of discussion is whether most 
gene duplications are the result of local (e.g., tandem) gene duplications or of large-scale gene or even 
entire genome duplication events. Although the number of sequence data that can provide us with answers 
to the questions raised above increases at a fast rate, the interpretation of the data and mapping and 
interpreting (large scale) gene duplication events remains often difficult. For example, typically, 
developmental control genes belong to multigene families and, more often than not, the evolutionary 
relationships within these gene families in comparative developmental studies are unknown and potentially 
complex. Also the elucidation of the exact relationships between gene family members therefore forms part 
of our research. For a more comprehensive overview of my research interests, I'd like to point to our 
research section. 

 
 • Curriculum Vitae   

Birthdate:  26 April 1965, Turnhout, Belgium.  

October 2002: Professor in Bioinformatics and Genome Biology at Ghent University, Belgium  

June 2001 - September 2002: Group Leader of Bioinformatics and Guest Professor at the Department of 
Plant Systems Biology at Ghent University (Belgium) and at the Department of Biomedical Sciences at the 
University of Antwerp (Belgium).  

October 1995 - September 2002: Postdoctoral Fellow of the Fund for Scientific Research (FWO - 
Flanders), Department of Biochemistry, University of Antwerp (UIA), Belgium.  

April 1999 - May 2001: Assistant-Professor in the Research group 'Evolutionary Biology' of Prof. Dr. Axel 
Meyer at the Department of Biology, University of Konstanz, Germany.  

October 1987 - February 1995: Ph.D. studies 'Ribosomal RNA as a tool in molecular evolution', Department 
of Biochemistry, University of Antwerp (UIA), Belgium.  

October 1983 - September 1987: Undergraduate studies Biology. University of Antwerp (UIA), Belgium.  



Service as reviewer: Journal of Molecular Evolution, Molecular Biology and Evolution, Bioinformatics, 
Genome Research, Nucleic Acid Research, Trends in Genetics, Genome Biology, BMC Bioinformatics, 
BMC Plant Biology, Plant Molecular Biology, Plant Cell, Plant Physiology, BioEssays, Nature, Nature 
Reviews Genetics, Proceedings of the National Academy of Sciences USA, PLoS Computational Biology, 
Science 

Membership in Editorial Boards: Journal of Molecular Evolution (Associate Editor), PLoS 
Computational Biology (Associate Editor), Molecular Genetics and Genomics (Editor).  
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(PMID: 17251180) 
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Remortel, P., Kuiper, M., Marchal, K. & Van de Peer, Y. (2007) Validating module networks learning 
algorithms using simulated data. BMC Bioinformatics (in press) (Abstract) *contributed equally 
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• (168) Van Hellemont, R., Blomme, T., Van de Peer, Y. & Marchal, K. (2006) Divergence of regulatory 
sequences in duplicated fish genes. Invited book chapter in 'Genome Dynamics'. (Related) 

• (167) Van den Bulcke, T., Lemmens, K., Van de Peer, Y. & Marchal, K. (2006) Inferring transcriptional 



networks by mining 'omics' data. Current Bioinformatics 1, 301-313 (Abstract)  
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International Conference on Scalable Information Systems. Hong Kong, April 2006, on CD. (Abstract)  
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(Supplementary Data)  
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*contributed equally 
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Genome Biology 7, R13 (Abstract) (Supplementary Data) (PMID: 16507168)  
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Brooks, S., Christin-Maitre, S., Fellous, M., Fryns, J.P., Kim, J.R., Lapunzina, P., Lemyre, E., Meire, F., 
Messiaen, L.M., Oley, C., Splitt, M., Thomson, J., Van de Peer, Y., Veitia, R.A., De Paepe, A. & De Baere, 
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• (139) Florquin, K., Degroeve, S., Saeys, Y. & Van de Peer, Y. (2005) Large-scale structural analysis of the 
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